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In this field course, | belonged b the species interaction group, and studied on the associations
between plants and microorganisms in the roots. We first gathered same plant species from two sites
in Yakushima Island, and observed microbes derived from roots put on agar plates. We then
categorized the microbes by their morphology, and tried to analyze if there is any associations
between specific plantand microbe species using R software. We also sampled soil at one site on the
island to sequence the DNA to see what kind of microbes compose the underground ecosystem by
DNA barcoding and network analysis.

Although the contents of the study were in my field and the other team members seemed to follow the
work easily, | struggled to understand and analyze the data given using informative analysis.
Fortunately, with the warm support of instructor, TAs and group members, | could follow the work and
did my part in the group work. | learnad many new things in such a short time, and the group work
motivated me very much to study this field deeper, which | will apply to my master thesis research.
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